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M=,

ACTH / adrenocorticotropichormone
adenohypophysis

anterior lobe

dwarf

FSH / follicle-stimulating hormone
GH / growth hormone
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hypergonadism

hypogonadism

intermediate lobe

LH / luteinizing hormone
neurohypophysis

pitl / pit-1

pituitary

pituitary adenoma

pitx1

pitx2

POMC / pro-opiomelanocortin
posterior lobe

prolactin / PRL

propl / prop-1

Rathke’s pouch

TSH / thyroid-stimulating hormone
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Pituitary NLP Search

Reference Search Help

Entity Relation Type Specics PMID
To search with & multi-word entity, conaect [ Regulation | ey seipiens (Hinman) - Unly nuiber part of PubMed I is
wards with underscore, - : . E accepted. Separate with & single space
O ChemicalReaction B Rattus norvegicus (Rat) SR S :
4 2 ¥ o v when I 1 =
Subijective Fatity I PromoterBinding EHOHIAC RPN T,
- || O MolSynihesis s RO
m’i:'__ .. Elllli_\’ m M(ﬂTﬁllﬁpﬂﬂ (=2 11162460 103620
! | ODirectRegulation Tebeaholel
{1 Lixpression |[Framiphes] 17003434 11162480 103672620 |
L Binding
1 ProtModification
O miRNAEfect Publication Year
The domenical year tn four digyes is s -,
it ot i il Submit
when submmmng ominple quenes.
| Exmerples] 2001 3007 3003

8— 1 RI7 Nkt — & X — Z Pituitary NLP Search ® f&

B H—T x— R

myvsgl> show tables:

| Reference human w1 |
| Relation_human vl |

2 rows in set (0.00 sec)

8— 2 MySQL ®» 5 — 7 )L
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oo oo - - Hmmmmmm - - Fomm - +
| Field | Twpe | Mull | Kew | Default | Extra |
foccccss—ssosoososos fhesc=cccosoooas hooooo= dhoosos foccosocas dhocso=as +
| Mumber | int(11) | MO | PRI | MWULL | |
| Relation | warchar(z200) | YES | | WULL | |
| Status | warchar(200) | YES | | NULL | |
| Twpe | warchar(200) | YES | | MULL | |
| Sentence | text | YES | | WULL | |
| Medline Reference | warchar(200) | YES | | WULL | |
| Location | int(11) | YES | | NULL | |
| MedlineTh | warchar(200) | YES | | MULL | |
| Pubtear | wvarchar(4) | YES | | MULL |

| NLP_search | varchar(200) | YES | | NULL | |
oo oo e e Hmmmmmm - L +
. .. EE F—— e —— P ——_ +
| Field | Tvpe | Mull | Kew | Default | Extra |
bmmmmm oo bom e T PR . PR +
| Mumber | int(11) | MO | PRI | WULL | |
| Entitwl | wvarchar(z00) | YES | | WULL | |
| Entitw? | warchar(200) | YES | | MWULL | |
| Relation_Tvpe | warchar(30) | YES | | NULL | |
| Sentence | text | YES | | WULL |

| Journal | warchar(200) | YES | | MWULL | |
| PubYear | warchar(4) | YES | | MULL | |
| PMID | varchar(15) | YES | | NLULL | |
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| 1| THF --+> apoptosis | | Rezulation | TNFalpha was used to induce apoptosis. |
| 2 | TNF --+ apoptosis | | Regulation | “Furthermore, Betulinic acid erhanced THF-induced apoptosis.” |
| § | TNF --+> apoptosis | | Rezulation | Bcl2-L-10 cannot block THFalpha-induced apoptosis. |
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